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FIGURE 1 



P2P cDNA 
(5173 base pairs) 



Open Reading Frame 
(4214 bate pairs) 



4333- 1 



P2P cDNA Deduced Protein 
(1404 amino acids) 



GST P2P 
(1-S3J) 



(8S3-14 



(484-688) P2P I 



(733-808) 0ST p2P 
(018-1085) 



FIGURE 2 



MMEVKDPNMKGAMLTNTGKYAIPTIDAEAYAIGKKEKPPFLPEEPSSSSEEDDPIPAELL 60 



CLICKDIMTDAWIPCCGAT5gCPEClRrrLLEyOKHrCPTC| HQNDVSPDALIANKFLRQA 120 

VNNFKNETGYTKRLRKOLPPFLFLVPPPRPLSQRNLQPRSRSPILRQQDPWFRYTVSPT 180 

CSDTKTAGSCSDSGTLSRLPAPSISSLTSNQSSLAPPVSGNPSSAPAPVPDITATVSISV 240 

HSEKSDGPFRDSDNKLLPAAALTSEHSKGASSIAITALMEEKGVPGTSPWNS IFVGQS LL 300 

HGQLIPTTGPVRINAARPGGGRPGWEHSNKLGYLVSPPQQIRRGERSCYRSINRGRHHSE 360 

RSQRTQSPSLPATPCFVPVPPPPLYPPPPHTLPLPPGVPPPQFSPQFPSSQPPTAGYSVP 420 

PPGFPPAPANISTACFSPGVPTAHSNTMPTTQAPLLSREEFYREQNDKGRESKFPYSGSS 480 

YSRSSYTDSSQGLAQHIHALTLSPSAAHTLDLLHDHPHPPEEAEARSAMIVHMPDLMDIA 540 

HARS RS PP YRRYRS RS RS PP EF RGQS P T KRNVPRE EKERE YFNRYRE VPPP Y D I KA Y Y GR 600 

SVDFRDPFEKERYREWERKYREWYEKYYKGYAVGAQPRPSANREDFSPERLLPLNIRNSP 660 

FTRCRREDYAAGQSHRNRNLGGNYPEKLSTRDSHNAKDNPKSKEKESENVPGDCKGNKHK 720 

Kflfi^ERNEEKGEESESFLNPELLETSRKCRGSSGIDETKTDTLFVLPSRDDATPVRDEPM 780 
DAESITFKSVSDKDKRRKnKPKWqnKTypyqn^gATagtrnMVTirpc^D^pffi/p^pppp; 8 4 Q 

SPRSEPPLKKAKF.EATKIDSVKPSSSSQKDEKVTGTPRKAHSKSAKDTRRQSQPRTRRSK 900 
RTVPKTSSQKSQPVRTRRPRS LRK I NY L I ARFlKNF.RF.KRyysvnynrr. «:<;<: Mg t cw/prT 9€0 

EIVKPSPKRKMEGDVEKLERTPEKDKIASSTTPAKKIKLNRETGKKIGNAENASTTKEPS 1020 

EKLESTSSKIKQEKVKGKAKRKVAGSEGSSSTLVDYTSTSSTGGSPVRKSEEKTDTKRTV 1080 

IKTMEEYNNDNTAPAEDVI IMIQVPQSKWDKDDFESEEED VKTTQP IQS VGKPSS IIKNV 1140 

TTKPSATAKYTEKESEQPEKLQKLPKEASHELMQHELRSSKGSASSEKGRAKDREHSGSE 1200 

KDNPDKRKSGAQPDKESTVDRLSEQGHFKTLSQSSKETRTSEKHESVRGSSNKDFTPGRD 1260 

KKYDYDSRnYSSSKRRPERGELARRKDSPPRGKESLSGQKSKLREERDLPKKGAESKKSN 1 32 0 

SSPPRDKKPHDHKAPYETKRPCEETKPVDKNSGKEREKHAAEARNGKESSGANCHVYLTR 1380 

QTLPWRRSWLLGRWRRAPSSRNPS I 40 4 



FIGURE 3 




FIGURE .4 
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Fig. 5 



60 
* 

AGGTCCACCACCTCCATCTTACACCTGCTTTCGTTGTGGTAAACCTGGTCATTATATTAAGAAT 

12 0 
* 

TGCCAACAAATGGGGATAAGAACTTTGTVATCTGGTCCTAGGATCAAAAAGAGCACTGGAATTCC 

180 
* 

TAGAAGTTTTATGATGGAAGTGAAAGATCCTAACATGAAAGGTGCAATGCTTACCAACACTGGA 

240 
* 

AAATATGCAATACCAACTATAGATGCAGAGGCCTATGCAATCGGGAAGAAAGAGAAACCACCCT 

300 

TCTTACCAGAGGAGCCATCATCATCTTCAGAAGAAGATGATCCTATCCCAGCAGAGCTCTTGTG 

360 



0 



y3 CCTCATCTGCAAAGACATCATGACTGATGCTGTGGTCATTCCCTGCTGTGGAAACAGTTCATGT 

00 4 2 0 

\=k # 

^ GATGAATGTATAAGAACGACACTCTTGGAGTCAGATAAACATACATGTCCAACATGTCACCAAA 
Q 480 

T * 

^ ATGATGTTTCTCCTGATGCTTTAATTGCCAACAAGTTTTTACGACAGGCTGTTAATAACTTTAA 

H AAATGAAACTGGCTATACAAAACGACTACGAAAACAGTTACCTCCATTTTTATTTTTAGTACCA 
V 600 

Q * 

U CCACCAAGACCACTCAGTCAGCGGAACCTACAGCCTCGTAGTAGATCTCCAATACTAAGACAGC 

660 
* 

AGGATCCTGTAGTATTCAGGTACACTGTCTCGCCTACCTGCTCCGATACTAAGACAGCAGGATC 

720 
* 

CTGTAGTGATTCAGGTACACTGTCTCGCCTACCTGCTCCGTCTATATCTTCATTAACTTCTAAT 

780 

* 

CAGTCTTCCTTGGCCCCTCCTGTGTCTGGAAATCCGTCTTCTGCTCCAGCTCCAGTACCTGATA 

840 
* 

TAACTGCAACCGTGTCTATATCAGTCCACTCAGAAAAATCGGATGGACCTTTTCGGGATTCTGA 
900 960 
* * 
TAATAAATTATTGCCAGCTGCCGCCCTTACATCAGAACATTCAAAGGGAGCCTCTTCAATTGCT 

1020 
* 

ATTACTGCTCTTATGGAAGAAAAAGGGGTACCAGGTACCAGTCCTTGGAACTCCATCTTTGTTG 



Fig. 6A 



1080 
* 

GACAGTCATTATTACATGGACAGTTGATTCCCACAACTGGCCCAGTAAGAATCAATGCT'G^TCG , 

1140 

tccaggtggtggccggccaggctgggagcattccaacaagcttgggtacctagtttctc'ga'cga' 

1200 
* 

cagcaaattagaagaggagaaagaagctgttacagaagtataaaccgcgggcgacaccacagcg 

1260 

* 

AACGATCACAGAGGACTCAAAGCCCATCACTTCCAGCAACTCCATGCTTTGTGCCCGTTCCACC 

1320 
* 

ACCTCCTTTGTATCCGCCTCCTCCCCATACACTTCCTCTTCCTCCAGGTGTACCTCCTCCACAG 

1380 
* 

TTTTCTCCTCAGTTTCCCTCCTCCCAGCCTCCAACAGCAGGATATAGTGTCCCTCCTCCAGGAT 

1440 
* 

TTCCACCAGCTCCTGCCAATATATCAACAGCTTGCTTTTCACCAGGTGTTCCCACTGCCCATTC 

1500 
* 

AAATACCATGCCCACAACACAAGCACCTCTTTTGTCCAGGGAAGAATTCTATAGAGAGCAAAAC 

1560 
* 

GACAAAGGAAGAGAGTCTAAATTTCCCTATAGTGGGTCATCGTATTCAAGAAGTTCATACACTG 

1620 
* 

ACTCAAGTCAAGGTCTGGCTCAACACATTCACGCTCTTACTCTCAGTCCTTCAGCTGCTCACAC 

1680 
* 

TCTCGATCTTCTTCACGATCATCCCCATCCTCCAGAAGAGGCAGAGGCAAGATCTGCAATGATT 

1740 
* 

GTTCACATGCCAGATCTCATGGATATCGCCCATGCTAGGTCAAGGTCACCTCCCTATAGACGAT 

1800 
* 

ATCGCTCACGGTCCAGATCTCCTCCAGAATTTAGGGGACAGTCTCCCACTAAACGTAATGTACC 
1860 1920 
* * 
TCGAGAAGAGAAAGAACGTGAGTATTTTAATAGATACAGAGAAGTTCCACCCCCTTATGACATC 

1980 
* 

AAAGCCTATTATGGGCGGAGTGTCGACTTTAGAGACCCATTTGAGAAAGAACGCTACCGGGAAT 

2040 
* 

GGGAAAGGAAATACCGAGAGTGGTATGAGAAGTACTACAAAGGGTACGCGGTGGGAGCTCAACC 



Fig. 6B 



TAGACCCTCAGCCAATAGAGAGGACTTTTCTCCAGAGAGACTCTTACCTCTTAATATCAGAAAT 

2160 



tcacccttcacaagaggccgcagagaagactatgctgctggacaaagtcatagAaatagaaatc 

2220 ':'.„ .,<? 

* ''-V . v. 

taggtggcaactatccagaaaagctttcaacaagggacagtcacaatgcaaaagataatccaaa 

2280 
* 

atcgaaggagaaggagagtgagaatgttccaggagacggcaaagggaacaagcataagaaacac 

2340 
* 

aggaaacgaagaaacgaagaaaagggggaagagagtgagagcttcctgaacccagagctactgg 

2400 
* 

agacgtctaggaaatgcaggggatcgtcagggattgatgaaacgaagacagatacactgtttgt 

2460 
* 

tctcccaagcagagacgatgctacacctgttagggatgagccaatggacgcagaatcgatcact 

2520 
* 

ttcaagtcagtatctgacaaagacaagagggaaaaggataagccaaaagtaaaaagtgacaaga 

2580 
* 

ccaaacggaaaagtgacgggtctgctacagccaagaaagacaatgttttaaaaccttctaaagg 

2640 
* 

acctcaagaaaaggtagatggagaccgtgaaaagtctcctcggtctgagccgccactcaaaaaa 

2700 

gccaaagaggaggctacaaagattgactctgtaaaaccttcctcgtcttctcagaaggatgaga 

2760 
* 

aggtcactggaacccctagaaaagcccattctaaatctgcaaaagacaccaggaggcaaagcca 

2820 2880 

* * 

gccaaggacgagaaggtcaaaaaggactgttccaaagacatcaagtcagaaaagccagccagta 

2940 
* 

aggacgagaaggccaagaagcctgagaaaaataaactacttgatagcaagggagaaaaacgaaa 

3000 

GAGAAAAACGGAAGAAGAGTGTAGATAAAGATTTTGAGTCGTCTTCAATGAAAATCTCTAAAGT 



Fig. 6C 



3060 



AGAAGGAACAGAAATAGTGAAACCATCACCAAAACGGAAAATGGAAGGTGATGTTGAAAAGCTG^ 

3120 ; V " ' fl ■ i v 

* 

GAAAGGACCCCAGAAAAGGACAAGATTGCATCATCAACT^ 

3180 ' :>% -'■ 

ACAGAGAAACTGGAAAAAAAATTGGAAATGCAGAAAATGCATCTACTACAAAAGAACCCTCTGA 

3240 

AAAATTGGAGTCAACATCTAGCAAAATCAAACAGGAAAAAGTCAAGGGAAAGGCCAAACGGAAA 

3300 
* 

GTAGCTGGGTCGGAAGGCTCCAGCTCCACGCTTGTGGATTACACCAGTACAAGTTCAACTGGAG 

3360 

>Q GCAGTCCTGTGAGGAAATCTGAAGAAAAGACAGATACAAAGCGAACAGTCATTAAAACTATGGA 
09 3 4 2 0 

*j GGAATATAATAATGATAACACAGCTCCTGCTGAAGATGTTATAATTATGATCCAGGTTCCTCAG 

O 3480 
4= * 

L ^ T C C AAAT GGGAT AAAGATG ACT T T G AGT C T G AAGAAGAAG AT GT T AAAAC C AC AC AAC C TAT AC 
L, 3540 

£ AGAGTGTAGGGAAACCATCGAGTATTATAAAAAATGTCACTACTAAGCCATCGGCTACGGCTAA 
lp 3600 

6 * 

U GTACACCGAGAAGGAAAGCGAGCAGCCCGAGAAACTGCAGAAGCTTCCCAAGGAGGCGAGCCAC 
3660 
* 

GAGCTGATGCAGCACGAGCTCAGGAGCTCAAAGGGCAGTGCGTCCAGTGAGAAGGGCAGAGCCA 

3720 
* 

AGGACCGGGAGCACTCAGGGTCGGAGAAGGACAACCCTGACAAGAGGAAGAGCGGTGCCCAGCC 
3780 3840 
* * 
AGACAAGGAGAGCACTGTGGACCGCCTGAGTGAGCAGGGACATTTTAAGACTCTCTCTCAGTCT 

3900 
* 

TCCAAAGAGACCAGGACTTCAGAGAAGCACGAGTCTGTTCGTGGTTCCTCAAATAAAGACTTCA 

3960 
* 

CTCCTGGTAGAGACAAGAAAGTGGACTACGACAGCAGGGATTATTCCAGTTCCAAGCGAAGAGA 

4020 
* 

CGAGAGAGGTGAATTAGCAAGGAGAAAAGACTCTCCTCCCCGGGGCAAAGAGTCTCTGTCTGGG 



Fig. 6D 



4080 \ ..v 

* 

CAGAAAAGCAAGCTGAGGGAGGAGAGAGATTTACCTAAAAAGGGGGCCGAGTCAAAAAAAAGTA - 

4140 ., , : 

* 

ATTCTAGCCCCCCAAGAGACAAAAAGCCTCATGATCATAAAGCCCCCTACGAAACTAAACGCCC 

4200 
* 

ATGTGAAGAGACAAAGCCTGTAGATAAAAACTCTGGGAAGGAGCGGGAGAAGCATGCTGCTGAA 

4260 
* 

GCTCGCAATGGGAAAGAGTCCAGTGGTGCAAACTGCCATGTATACCTAACCCGCCAGACCCTCC 

4320 
* 

CATGGAGAAGGAGCTGGCTGCTGGGCAGGTGGAGAAGAGCGCCGTCAAGCCGAAAC.CCCAGCTG 

4380 
* 

y AGCCATTCCTCGAGGCTTTCCTCTGACCTGACCCGGGAGACGAACGAGGCAGCCTTTGAACCAG 

4440 
* 

U ATTATAATGAGAGCGACAGTGAGAGTAATGTGTCTGTGAAGGAAGAAGAAGCTGTTGCCAGTAT 

0 4500 

£ * 

Lfj CTCCAAGGACTTGAAAGAGAAAACAACAGAGAAAGCGAAAGAGAGCTTGACTGTAGCAACGGCC 

e 4560 
□ * 

01 AGCCAGCCAGGTGCAGACAGGAGCCAGAGCCAAAGTAGCCCAGTGTTAGTCAGTAGAGTCATAG 
M 4620 

P CCTTCGGAGCCAGACCCGAAGCCACAGCAGCAGTGCCAGCTCAGCCGGAAGGCCAGGACAGCAA 

^ 4680 
* 

AAAGAAGAAGAAGAAGAAGGAGAAGAAAAACGACAAGAAGCATAAAAAGCACAAGAAGCACAAG 
4740 4800 

* * 

AAGCACGCAGGCCGACGGCGACGTGGAGAAGAGCCAGAAACACAAACACAAGAAGAAGAAGGCC 

4860 
* 

AAGAAGAACAAAGACAAGGAGAAGGAGAAAGATGACCAAAAAGTGAGATCTGTCACTGTGTGAA 

4920 
* 

GGACGGATGTGTTAATTGACTTAATTACTAAGTCATCTGTATTAAATTCTGTTATAATGTAAAG 

4980 
* 

AGATTCCAGCCTTGTAAATAATGAATGGAAGACCCTGTGCTGCACTTAAAAGTATTTGCTGCTT 

5040 
* 

GATTATTTCATTTTTACATCAGAGCTTTATAACGAACTTTTGTACAGAATTGTGAGTTGTGACC 



Fig. 6E 



5100 X ' 

* 

ATGGAACAGTGAGAGGTTTTGCTAGGGCCTATTATTTTTAACCACCATTAATTAGTTGGGGTGG 

5160 
* 

AGTTTACTGTACTGTGAAATTTTCACATTTGAATTTTTTTAATTGCCTGGCAA 



Fig. 6F 



